Up-regulation expression of MLC1 in human liver cancer tissue and enhanced SMMC7721 cell tumorigenesis in vivo and vitro.
We screened a novel gene MLC1 in human liver cancer tissue by differential display, and its cDNA full-length is 1600bp. The purpose of this study is to find expression of MLC1 gene in human liver cancer tissue and the affect to SMMC7721 cell tumorigenesis in vivo and vitro. 250 cases of primary HCC tissue samples were studied for MLC1 mRNA and protein expression using RT-PCR, western blot, immunohistochemistry, MLC1 stable transfection into SMMC771, and SMMC7721 cells growth curve was analyzed by MTT method and SMMC7721 cells tumorigenesis in vivo. RT-PCR results showed that 98.1% (245/250) was MLC1 up-regulation expression, 1.9% (5/250) was MLC1 down-regulation (p<0.01). Immunohistochemistry showed that 97.2% (243/250) was MLC1 up-regulation expression, 2.8% (7/250) was down-regulation (p<0.01) in cancer tissue compared with paracancerous tissue (p<0.01). Western blotting results showed that 98.9% (247/250) was MLC1 up-regulation expression, 1.1% (3/250) was MLC1 down-regulation. Overexpression of MLC1 enhanced the growth of SMMC7721 cells compared with the control cells. pcDNA3.1-MLC1 cells accelerated tumor formation compared with pcDNA3.1. MLC1 gene showed up-regulation expression at both the mRNA and protein levels in HCC tissues and that MLC1 plays an important role in the growth of hepatoma cell SMMC7721 in vitro and vivo.